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SAMPLING DESIGN

CONCLUSIONS

The alder nodule communities are dynamic niches that are as pliant with 8
the seasons as their plant hosts. Frankia abundance peaks during the
summer, and these peaks result in troughs in the abundance of fungal root
endophytes, possibly due to the high expense of the actinorhizal
symbiosis.

Durham: Fresh water 4.

weRawaY The Candia nodules, farthest from a roadway, cluster the tightest within the
NMDS, but the nodule communities are not showing as stark differences 5.
between the soil samples as has been previously published.
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Future work into the metagenomic profiles of these communities will give 6.
us insight into the potential interactions within these roadway sites over the
different seasons.
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